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ezmmek_calc_mm_fit ezmmek_calc_mm_fit
Description

Calculate Michaelis-Menten fit

Usage

ezmmek_calc_mm_fit(df, km, vmax)

Arguments
df Dataframe of class 'new_ezmmek_calibrate’
km Starting value to estimate km. Default value is median of ’sub.conc’ values
vmax Starting value to estimate vmax. Default value is max activity calculated

ezmmek_calc_std_Im_buffer

ezmmek_calc_std_Im_homo

Description

Calculate linear model for standard curve in homogenate

Usage

ezmmek_calc_std_lm_buffer(df)

Arguments

df Standard curve dataframe
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ezmmek_calc_std_Im_homo
ezmmek_calc_std_Im_homo

Description

Calculate linear model for standard curve in homogenate

Usage

ezmmek_calc_std_1lm_homo(df)

Arguments

df Standard curve dataframe

ezmmek_calc_std_Im_homo_buffer
ezmmek_calc_std_Im_homo_buffer

Description

Calculate linear model for standard curve in homogenate-buffer solution

Usage

ezmmek_calc_std_lm_homo_buffer (df)

Arguments

df Standard curve dataframe
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ezmmek_calibrate_activities
ezmmek_calibrate_activities

Description

Calibrates enzyme activity data by standard curve

Usage

ezmmek_calibrate_activities(df, method, columns)

Arguments
df Joined dataframes of class 'new_ezmmek_std_group’ and *new_ezmmek_act_group’
method Enzyme assay protocol. Must define method as ’isc’ or ’ibc’
columns Column names carried from parent functions
ezmmek_std_1m ezmmek_std_Im
Description

Creates dataframe of standard curve models as determined by grouping of user-defined columns

Usage

ezmmek_std_lm(df, method = method, columns = NULL)

Arguments
df Standard curve dataframe
method Enzyme assay protocol. Defined in parent function

columns Column names carried over from parent functions if parent functions used
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new_ezmmek_act_calibrate
new_ezmmek_act_calibrate

Description

Creates dataframe containing calibrated enzyme activity data of class ‘new_ezmmek_calibrate’

Usage
new_ezmmek_act_calibrate(
std.data.fn,
act.data.fn,
method = NA,
columns = NULL
)
Arguments
std.data.fn Standard data file as character string
act.data.fn Activity data file as character string
User defined column names to join std.data.fn and act.data.fn
method Enzyme assay protocol. Must define method as ’isc’ or ’ibc’
columns Column names carried over from parent functions if parent functions used
Examples

## Not run: new_obj <- new_ezmmek_act_calibrate("data/tyson_std_04172020.csv",
"data/tyson_sat_steen_04172020.csv",
site_name,
std_type,
method = "isc",
columns = NULL)
new_obj <- new_ezmmek_act_calibrate("data/tyson_std_04172020.csv",
"data/tyson_sat_german_04172020.csv",
site_name,
std_type,
method = "ibc",
columns = NULL)
## End(Not run)
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new_ezmmek_act_group  new_ezmmek_act_group

Description

Groups raw activity data by user-defined columns

Usage

new_ezmmek_act_group(act.data.fn, ..., method = NA, columns = NULL)
Arguments

act.data.fn Activity data file as character string

User defined column names to join std.data.fn and act.data.fn

method Enzyme assay protocol. Must define method as ’isc’ or ’ibc’

columns Column names carried over from parent functions if parent functions used
Examples

## Not run: new_obj <- new_ezmmek_act_group(”data/tyson_sat_steen_04172020.csv,
site_name,

std_type,
method = "isc",
columns = NULL)
new_obj <- new_ezmmek_act_group(”data/tyson_sat_german_04172020.csv,
site_name,
std_type,
method = "ibc",
columns = NULL)
## End(Not run)

new_ezmmek_sat_fit new_ezmmek_sat_fit

Description

Creates dataframe containing calibrated enzyme activity data and Michaelis-Menton fit of class
‘new_ezmmek_sat_fit’



new_ezmmek_std_group

Usage
new_ezmmek_sat_fit(
std.data.fn,
act.data.fn,
km = NULL,
vmax = NULL,
method = NA
)
Arguments
std.data.fn Standard data file as character string
act.data.fn Activity data file as character string
User defined column names to join and group std.data.fn and act.data.fn
km Starting value to estimate km. Default value is median of ’sub.conc’ values
vmax Starting value to estimate vmax. Default value is max activity calculated
method Enzyme assay protocol. Must define method as ’isc’ or ’ibc’
Examples

## Not run: new_obj <- new_ezmmek_sat_fit("data/tyson_std_04172020.csv",
"data/tyson_sat_steen_04172020.csv",
site_name,
std_type,
km = NULL,
vmax = NULL,
method = "isc")
new_obj <- new_ezmmek_sat_fit("data/tyson_std_04172020.csv",
"data/tyson_sat_german_04172020.csv",
site_name,
std_type,
km = NULL,
vmax = NULL,
method = "ibc")
## End(Not run)

new_ezmmek_std_group  new_ezmmek_std_group

Description

Groups standard curve data by user-defined columns

Usage

new_ezmmek_std_group(std.data.fn, ..., method = NA, columns = NULL)
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Arguments
std.data.fn Standard data file as character string
User defined column names to group std.data.fn
method Enzyme assay protocol. Must define method as ’isc’ or ’ibc’
columns Column names carried over from parent functions if parent functions used
Examples

## Not run: new_obj <- new_ezmmek_std_group(”data/tyson_std_04172020.csv",
site_name,
std_type,
method = "isc",
columns = NULL)

new_obj <- new_ezmmek_std_group(”data/tyson_std_04172020.csv",
site_name,
std_type,
method = "ibc",
columns = NULL)

## End(Not run)

plot.new_ezmmek_act_group
plot_new_ezmmek_act_group

Description

Plots new_ezmmek_act_group object and facets by specified column names

Usage
## S3 method for class 'new_ezmmek_act_group'
plot(x, ...)
Arguments
X data.frame object of class new_ezmmek_act_group
User defined column names by which to facet plot
Examples

## Not run: plot.new_ezmmek_act_group(new_ezmmek_act_group_obj,
site_name,

std_type)

## End(Not run)
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plot.new_ezmmek_calibrate
plot_new_ezmmek_calibrate

Description

Plots new_ezmmek_calibrate object and facets by specified column names

Usage
## S3 method for class 'new_ezmmek_calibrate'
plot(x, ...)
Arguments
X data.frame object of class new_ezmmek_calibrate
User defined column names by which to facet plot
Examples

## Not run: plot.new_ezmmek_calibrate(new_ezmmek_calibrate_obj,
site_name,

std_type)

## End(Not run)

plot.new_ezmmek_sat_fit
plot_new_ezmmek_sat_fit

Description

Plots new_ezmmek_sat_fit object and facets by specified column names

Usage
## S3 method for class 'new_ezmmek_sat_fit'
plot(x, ...)
Arguments
X data.frame object of class new_ezmmek_sat_fit

User defined column names by which to facet plot
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Examples

## Not run: plot.new_ezmmek_act_group(new_ezmmek_sat_fit_obj,
site_name,

stdy_type)

## End(Not run)

plot.new_ezmmek_std_group
plot_new_ezmmek_std_group

Description

Plots new_ezmmek_std_group object and facets by specified column names

Usage
## S3 method for class 'new_ezmmek_std_group'
plot(x, ...)
Arguments
X data.frame object of class new_ezmmek_std_group
User defined column names by which to facet plot
Examples

## Not run: plot.new_ezmmek_std_group(new_ezmmek_std_group_obj,
site_name,

std_type)

## End(Not run)
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